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A. IGH gene complex (#14q32.3) 
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VH6-FR1 

IGH tube B 



Vh family primers 

/ 



VH-FR3 primers 



5* 3 4 
(1-2) (-252) GGCCTCAGTGAAGGTCTCCTGCAAG 
(2-5) (-284) GTCTGGTCCTACGCTGGTGAAACCC 
(3-7) (-256) CTGGGGGGTCCCTGAGACTCTCCTG 
(4-4) (-256) CTTCG GAGACCCTGTC CCTCACCTG 
(5-51)(-255) CGGGGAGTCTCTGAAGATCTCCTGT 
(6-1) (-263) TCGCAGACCCTCTCACTCACCTGTG 



Jh primer 



IGH tubes A, B t and C 



CCAGTGGCAGAGGAGTCCATTC (+57) Jh consensus 



(1-2) (-192) CTGGGTGCGACAGGCCCCTGGACAA 
2-5) (-100) TGGATCCGTCAGCCCCCAGGGAAGG 
(3-7) (-189) GGTCCGCCAGGCTCCAGGGAA 
(4-4) (-188) TGGATCCGCCAGCCCCCAGGGAAGG 
(5-51)(-190) GGGTGCGCCAGATGCCCGGGAAAGG 
(6-1) (-194) TGGATCAGGCAGTCCCCATCGAGAG 
(7) (-192) TTGGGTGCGACAGGCCCCTGGACAA 
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VH3-FR3 (3-7) (-57) TCTGCAAATGAACAGCCTGAGAGCC 

VH4-FR3 (4-4) (-48) GAGCTCTGTGACCGCCGCGGACACG 

VH5-FR3 (5-51)(-69) CAGCACCGCCTACCTGCAGTGGAGC 

VH6-FR3 (6-1) (-63) GTTCTCCCTGCAGCTGAACTCTGTG 

VH7-FR3 (7) (-69) CAGCACGGCATATCTGCAGATCAG 



Figure 3 (A and B) 
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C. IGH tube AVH FR1-JH 
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Figure 3 (C, D and E) 
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DH2 (2-2) (-188) GCACTGGGCTCAGAGTCCTCT 

Dh3 (3-3) (-348) GTGGCCCTGGGAATATAAAA 

DH4 (4-4) (.133) AGATCCCCAGGACGCAGCA 

- Dk5 (5-5) (.182) CAGGGGGAGACTGTGCATGT 

OH6 (8-6) (-79) TGACCCCAGCAAGGGAAGG 

/GH tube E 

DH7 (7-27) (-62) CACAGGCCCCCTACCAGC 



y g. fGH tubes D and E 

CCAGTGGCAGAGGAGTCCATTC (+57) Jh consensus 
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Figure 4 (A, B and C) 
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A. IGK gene complex (#2p1 1 .2) 
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Figure 5 (A and B) 
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C. IGK tube A Vk-Jk 
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Figure 5 (C and D) 
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A. IGL gene complex (#22q1 1 .2) 
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Figure 6 (A, B and C) 
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A. TCRB gene complex (#7q34) 



^ !I ^ cm* £L cm"co SB, cm 5 — 




cm ct) 

CO 



CO CO CM CM CO tn 
COCO CO CO 

cm r- i- co 



V . — CM « » 



cm in 

CM CO 



as-oi-M — □-□ SgCS&S-El Of 



CO CM «- 
— f- CM 







— - co 

8 8 



r- to * w * t*- to 

» — -to *-* ^— 



CO CO CO 
CO CO CO 

to t- co 



~g S l£ 3 2 I I in 

CO CO CO CO* CO CO CO 

T- (O U) r (O CO CO 

EH HI H Bl — 9 — E 



c4 S ? ?5 5 



CM «- 



CO CO CO CO 
CD ^3- to CO 
<r- CM CM CM 



a b-b - 



CO CO *~ 
to s CO 
v CM 



— CD 




tel-> 




Vp family primers 

I 



7CRS tubes A and B 
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atccci iii! i ggtaccaacag 
aaccctttattggtatcaacag 
cgctatgt attggtacaagca 
:tcccgttttctggtacagacagac 
cgctatgt attggtataaacag 

TTATGTTTACTGGTATCGTAAGAAGC 
CAAAATGTACTGGTATCAACAA 
ATACATGTACTGGTATCGACAAGAC 
GGCCATGTACTGGTATAGACAAG 
GTATATGTCCTGGTATCGACAAGA 
TAACCTTTATTGGTATCGACGTGT 
GGCCATGTACTGGTACCGACA 
TCATGTTTACTGGTATCGGCAG 
TTATGTTTATTGGTATCAACAGAATCA 
CAACCTATACTGGTACCGACA 
TACCCTTrACTGGTACCGGCAG 
ATACTTCTATTGGTACAGACAAATCT 
CACGGTCTACTGGTACCAGCA 
CGTCATGTACTGGTACCAGCA 



Jp primers 

I 

jp A primers 



TCRB tubes A and C: 

GTGGTCTAAGTGTCAACATCCATTC (+53) Jpi 1 

CTdGTCCAATTGGCAACATCCATTC (+53) Jp1.2 

TTCAACCGAGTGACAACATCCATTC (+55) ' JB1.3 

CTTGGGTCGAGAGACAGAACCCATAC (+56) Jftl 4 

CTGAGCTGAGAGGTAGGATCCATTC (+55) JB1 5 

GTCCGAGTGACACTGTCCATAC (+58) JB16 

TCCGACTGGCATGACCCATTC (+56) JQ2J2 

TC CGACTGGC ACGACCCG CTC (+58) JpH 

GTCCGAGTGCCAATGTCCATTC (+52) Jp2 7 



TCRB tubes B and C: Jp B primers 

3* 

AGTGGCACGATCCATTCTTCC (+59) 
ACTGTCACGAG CC ATTCGC C C (+58) 
AGAGTCACG ACCCATTCGAC C (+59) 
CACGAGCCACACGCGC (+57) 



JP2.1 
JP2.3 
JPZ4 
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Dp 
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TCRB tube C 
Dpi (-252) 



Dpi primer 

1 



5* 3* 
G CC AAACAG CCTTAC AAAGAC 



Dp2 primer 

\ 



Jp primers 



5* 3* 
Dp2 (-137) TTTCCAAGCCCCACACAGTC 



Figure 7 (A and B) 
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C. TCRB tube A Vp-jp 
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Figure 7 (C, D and E) 
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A. TCRG gene complex (#7p14) 
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A. TCRD gene complex (#!4q11.2) 
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V61 (-11 B) ATGCAAAAAGTGGTCGCTATT 

VS2 (-142) ATACCGAGAAAAG GACATCTATG 

V83 (-183) ' GTACCGGATAAGGCCAGATTA 

VS4 (-130) ATGACCAGCAAAATGCAACAG 

V55 (-165) ACCCTGCTGAAGGTCCTACAT 

V56 (-150) CCCTGCATTATTGATAGCCAT 



□ 



J5 primers 

I 

3* {? 

CTTGGGCACACTGACACCTTG (+48) J81 

CTTGTGTTGAGTAGCACCTTG (+51) J52 

G AG AAGC ACCTCGGG GCACTC (+64) J53 

CCTTGGATAGACCTCCATGTT (+44) J64 



D82DS3 



J8 



D52 primer 

5* 3* 
D52 (-77) AGC G GGTG GTGATG GC AAAGT 

f D82D83 



J5 primers 



V5 primers 



V5 



D52 primer D53 primer 

y 5' ^ 

TATAGGAGTGGGACCCAGGGT (+88) D53 

t 

D83 primer 



D8 D53 



C. TCRD tube V8-JS/D5-D8/D8-J5 




TCRD tube V5-J8/DB-DS/DS-J5 
Figure 9 (A, B, and C) 
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A. BCL1 locus (#1 1q13) 

CCND1 gene 
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MTC region (85bp) (-41% of BCL1 breakpoints) 
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CCAGTGGCAGAGGAGTCCATTC (+57) Jh consensus 
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Figure 10 (A and B) 
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A. BCL-2 gene(#18q21) 
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t(14;!8) tube A: MBR primers 5. 3. 
MBR1 (3'end of exon 3) (-3072) GACCAGCAGATTCAAATCTATGG 
MBR2 (3*end of exon 3) (-3575) 



ACTCTGTGGCATTATTGCATTATAT 



3. g, t(14;18) tubes A, B, and C 

CCAGTGGCAGAGGAGTCCATTC (+57) Jh consensus 



t(14;18) tube B: 3'MBR primers 

3'MBR1 (3'end of exon 3) (+549) 
3'MBR2 (3'end of exon 3) (+1224) 
3*MBR3 (3'end of exon 3) (+1619 
3*MBR4 (3'end of exon 3) (+2550) 

t(14;18) tube C: mcr primers 

ffmcr (3'end of exon 3) (+15681) CCTTCTGAAAGAAACGAAAGCA 
mcii (fileAF275873) (+1961) TAGAGCAAGCGCCCAATAAATA 
mcr2 (file AF275873) (+2407) TGAATG CCATCTCAAATCC AA 



GCACCTGCTGGATACAACACTG 

AAACTAGCAGGGTGT GGTGGC (replaced by +1362; GGTGACAGAGCAAAACATGAACA) 
GTAATGACTGGGGAGCAAATCTT 
ACTGGTTGGCGTGGTTTAGAGA 
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Figure 11 (A, B, C, and D) 
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Figure 12 (A and B) 
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Figure 13 (A, Band C) 
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